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Human HTT qPCR Primer Pair
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QHO03301S Human HTT gqPCR Primer Pair 200X
FEamiE T
» Human HTT qPCR Primer Pair, EIAHTT qPCR3I¥X, TZH TETSYBR GreenfqPCR. One-Step qRT-PCRE(semi-

>

quantitative PCR, A5 [¥ AL, SidqPCREIE. FURAG I,
gPCR (Quantitative PCR)BIE&PCR, WFRELH % E BPCRE LM & &PCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), 2 —M{EDNAY R MdFEAH, DS ERNE SR AR N (PCR)IEING = WE &N, qPCRE
FAIP R 7T 2SYBR GreenZ 78 e HeREFIREH 1, SYBR GreenZ 7Rl 2 M AT A2, - R IDNALE & Ykl
SYBR Greens AU PCRISFEHFIREIPCRY /=) ; MitRET1%(Probe method), WHE#F A TagManiRErE, MERDEEH
L, TR IR AR K EE A (Quencher) ARIE I DNATREHE M UE I PCRAGIY B AR 41 (1,2]0

XTSYBR Green¥GuklE, FIMEXREL, REFSIVW™HRABARIFENGIEHERE, METRIGFEERIE, R4
f, V8RR, S _RETERLERK, qPCREGEREE; RRF5IN—MBERESMNE T (Span exon junctions), & 1%
HFNZDNA (gDNA)MYIHE[3,4]; ARFINSIWr=RdEEFEE, JLPFES TITE AFV/MEBER; 5190 Tm{EZ60°C, KEZH
=Y (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y & (Primer Panel/Primer Array),

AP EATIRG TR, S8 & ER519% (Forward primer, AR _EH7519)f1 A5 (Reverse primer, thWFR NilF5(4) %
1nmol, #2nmol, ~&EEEEE(Nuclease-free), HFEINA400plBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name huntingtin
Gene Symbol HTT
Synonyms HD; IT15; LOMARS
Organism Human
Gene ID 3064
UniProt ID P42858

Main Accession No. NM_002111
NM_002111, NM_002111.1, NM_002111.2, NM_002111.3, NM_002111.4, NM_002111.5,
NM_002111.6, NM_002111.7, NM_002111.8, BC014028, BC172756, BM 661887
Map Location 4pl6.3

Pathway PI3K/Akt Signaling Pathway
Huntingtin is a disease gene linked to Huntingtons disease, a neurodegenerative
disorder characterized by loss of striatal neurons. This is thought to be caused by an
expanded, unstable trinucleotide repeat in the huntingtin gene, which translates as a
polyglutamine repeat in the protein product. A fairly broad range of trinucleotide
repeats (9-35) has been identified in normal controls, and repeat numbers in excess of
40 have been described as pathological. The huntingtin locus is large, spanning 180 kb
and consisting of 67 exons. The huntingtin gene is widely expressed and is required for
normal development. It is expressed as 2 alternatively polyadenylated forms displaying
Gene Summary different relative abundance in various fetal and adult tissues. The larger transcript is
approximately 13.7 kb and is expressed predominantly in adult and fetal brain whereas
the smaller transcript of approximately 10.3 kb is more widely expressed. The genetic
defect leading to Huntingtons disease may not necessarily eliminate transcription, but
may confer a new property on the mRNA or alter the function of the protein. One
candidate is the huntingtin-associated protein-1, highly expressed in brain, which has
increased affinity for huntingtin protein with expanded polyglutamine repeats. This
gene contains an upstream open reading frame in the 5 UTR that inhibits expression of
the huntingtin gene product through translational repression. [provided by RefSeq, Jul

Other Accession No.




2016]

Amplicon Information
Amplicon Length (bp) | 131
NCBI mRNA ID NM_002111.8
NCBI Protein ID NP_002102.4
Ensembl Transcript ID | ENST00000355072.11
Ensembl Gene ID | ENSG00000197386.14
Ensembl mRNA ID HTT-201
Pt
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QHO03301S Human HTT qPCR Primer Pair 1nmol each
_ Wi 13
RIEFSM:
-20°CHR- 17, BHNEIBERTIEY 704, B E iRl
AEEI
> PCRY YW KER e AR R G EELMIREAmMAERZER,
> BARARRYS YRR R EEG, (BEBCHE TRRIZE(Melt curve) 73t AREY M IR 7. AR RA —DNEfigeh

Sl O LAY IR KRR SEDNA VI TmAE), VB RE —FE—r=; RIGREHL L IINE, ZIGsiAg& FTREZS 1Y)

CRRSARRE R . FAEERADNAB R, WAIMIMEGE R, BIORE AR SEHRATS R (No template control, NTC),

BV 7 A 22 o B 5 BRASEAR AN R G IR NI 2H 77, ARAEAE LA JCRON IRFLIB SR I RN 2 5, FTAIBT R SIS 1Y _RiksH e

AR Y 1,

> HRNARREFIEY W reyis gy, WS RAIE #8qPCR Mix,

> AR TEW A RRRPERST A, MEATIRRZSEEGETT, MEATRELEZ S, MEERTEEEEN,
> NTENZEMERE, BERRIRTES— X ETFERE,

fERAEZE:

1. PCRIZMAFRIFIBEHE :

a. JFEA &, 3000-8000 X g& L1538y, DARFF &IN5 1Tk, BEMA400ulEaK, SEifEFIERSER, R
JE B OHLPE L LR, I35 G ERBWATIES, BI1§400ul 2.5uM eachfJPrimer Mix, #B4li/KifEF{# F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. Rl IES PCRIR N T R & FIE . SYBR Green qPCR Mix#: e Rl IES G E T KB LBkEN, HESEH
BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fi{54%) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
qRT-PCR Kit (Bii544%) (D7509).

c. SETFRAEERIVKA LIEEPCRRMMAR, PAI6TLIRAIBeyoFast™ SYBR Green qPCR Mix (2X) Wi,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul
HL: BEIIYNLIREH0.2-0.5uM each AI3R1G REFIVASTUZCR, WATHRIBIEHAE0.1-1.0uM eachiti [ IARES 94
W,
H2: WEDNAEMRELIL-10ng cDNANSEHE, FARFRYMBERS&E R B NEREE B, mEHE Rk
AR B S AR TR SR, DARER RSN 2, RT-PCRIRMSFIFICDNA EE/EABARES, HNmaE N2y
PCRZ M AR 10%,
3 9oL R AR R 20u], A DURIBSERRSEI TR K, & bBly Reigs/ MR MR R,
4 EBOLE IR IR B,

d. ABBRHRRREIITIRS SR M VortexiRS, ZimMELOEFD, HRAHRTEIR, HEF A BeyoFuge™ Bl B LR B /Ol
(BHEX, 2500rpm) (E6758)HEATHLHE L)

e. HIREFHMPCRRNEHPCRMRE FHIEERPCRIN L, FFIHEZEPCRR M,

2. PCRIRPiFET:
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fEReal-time PCR& M ATHE{THARAIIZN:, JEHILENISC 250580, HA%uiEGORMNE Y E K 25-105080, AFEFZL
ABI QuantStudio™ 6 FlexiZ & EPCRIUHHI:

WAt 95°C 243%k;

st 95°C 15%);

B /AES: 60°C 15-30FD;

EELBEOMS e, BIHE40MEIR;

KRR M (RTIE) : 95°C 158D, 60°C 15%D, 95°C 15%D;

f. (EHTOEE RPCRIVUR BRI M4 R

e DLEZEFINHMQPCRIR N RS, WESF, SPRR N LB, 51MENSE AR, TR\, 517, BWA
BRIRE OB S R R 251, FRARIE LU R B NN A FRe BRI AQPCR, AR A = 15qPCR, HFRTEIR K /4EfH
JEM—#72°C 308>, WHIGEE A D, cMIGIANX— B BIL40MEIRRTAT,
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QH00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M gPCR Primer Pair 200/1000¢%
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QHO00013 Human GUSB gPCR Primer Pair 200/1000¢X
QH00017 Human HCK gqPCR Primer Pair 200/1000/X
QH00021 Human HMBS gPCR Primer Pair 200/1000/X
QHO00025 Human HPRT1 qPCR Primer Pair 200/1000¢X
QH00029 Human HSP90AA1 qPCR Primer Pair 200/1000¢%
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢%
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢X
QH00041 Human NONO gPCR Primer Pair 200/1000/X
QH00045 Human PGK1 gPCR Primer Pair 200/1000X
QHO00049 Human PPIA qPCR Primer Pair 200/1000¢X
QH00053 Human RPL30 qPCR Primer Pair 200/1000¢%
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QHO00061 Human RPLP1 qPCR Primer Pair 200/1000¢X
QH00065 Human SDHA gPCR Primer Pair 200/1000/X
QH00069 Human TBP qPCR Primer Pair 200/1000/X
QHO00073 Human TFRC qPCR Primer Pair 200/1000¢X
QHO00077 Human YWHAZ gqPCR Primer Pair 200/1000¢%
QHO00081 Human PPIH qPCR Primer Pair 200/1000¢%
QHO00085 Human RPL13A gqPCR Primer Pair 200/1000¢X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢%
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000X

¥: #FEMRHGAPDH, RPLPO. ACTB. TUBBFIB2MfEANZ, HUBX=FTLEM ALK, A2 HHPRTIE
RNA18SSIERNNS, NIEFHENERIEE, LIRS [Ptynr 244 H [5-6],

2. /NEAAZSFIPIX

] R (2ES
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QMO00006 Mouse Rplp0 gPCR Primer Pair 200/1000/5000¢X
QM00010 Mouse B2m qPCR Primer Pair 200/1000¢X
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QMO00014 Mouse Gapdh gPCR Primer Pair 200/1000/5000¢%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QMO00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
QM00030 Mouse Hsp90ab1l qPCR Primer Pair 200/1000¢X
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢%
QMO00038 Mouse Ldha qPCR Primer Pair 200/1000¢%
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000X
QMO00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢X
QMO00054 Mouse Thp qPCR Primer Pair 200/1000¢X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢%
QM00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢%
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000%
QMO00070 Mouse Ywhaz qPCR Primer Pair 200/1000/X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢X
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000¢%
QM00086 Mouse Sdha qPCR Primer Pair 200/1000¢%
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢X
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

¥ M7 ERIGapdh, Rplp0. Actb, TubbMIB2m{ENNZ:, (HAIGIX =& ESRER, oA AI HprtlstRn18s
TERNS, JREIHESRRR, A8 M 2R [5-6].
3. HLAZ4IDNA (gDNA)3|#% (A T gDNATS ki)

S P AR 1
QHO00101 Human HGDC Primer Pair 200/1000¢%
QMO00098 Mouse MGDC Primer Pair 200/1000¢%

i£: To obtain reliable gPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR MixZFE# :

IR s et 2k
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step gRT-PCR Kit 100/500¢X
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, Ffii5#:RY) 1/5/25ml
D7503 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX, Fji5 4+%!) 1/5/25ml
57507 BeyoFast™ SYBR Green qPSJj) Mix (2X, High ROX, Biji5 4% 1/5/25ml

it
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit ([}i75 4+%) 100/500%K
FASAO011-1pc BeyoGold™ &R IE IR 14N/4%
FSF002 WIE & PCR A EHRIE (ABIS3 %) 207 /6%
FSF035-100pcs BeyoGold™ e & PCR A BRI (FE BURY) 1007 /Eu4%
FSF039-20pcs BeyoGold™ e st PCRAIEIARE (B, BEC9345) 207 /0%
FSF039-100pcs BeyoGold™# e & PCRAIEMR IR (R B, i 1157 4) 100/ /4%
FTUB325-1box BeyoGold™ qPCR/\BXHFE (0.2ml, -2, 1EH) 1258k/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHEE (0.2ml, 2%, JEH) 1258E/&, 108 /44
FTUB333 WHTE EPCRAGFLIR (ABIFZE) 204 /3
FTUB384 SOEE FPCRAI3844LAR (ABIS) %) 20/ /B0
FTUB335-1box BeyoGold™Z . E & PCRAII6FLAR(0.2ml, JotRid, 1#EHA) 100N /8
FTUB335-5bxs BeyoGold™Z e &PCRAI6FLAR(0.2ml, otz #EHH) 101N/ &, S&/5
FTUB337-1box BeyoGold™ )& & PCRAI96FLAR (0.2ml, 4R34, iEHA) 104N/&
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FTUB337-5bxs | BeyoGold™3& i i PCRAI96ILIR(0.2ml, *Eiil, 5B9) | 1046, Sa/f |
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